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Life sciences study design
All studies must disclose on these points even when the disclosure is negative.
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The aim of this this study was to characterize the dynamic of SARS-CoV-2 specific antibody and T cell response three-four months after
infection. We enrolled 25 COVID-19 patients. Of these 25 patients, 16 were newly diagnosed, and their blood samples were collected at
multiple timepoints up to 3-4 months after infection. Additional 9 were recovered patients 3-4 months after infection was also enrolled and
their blood samples were collected at this one timepoint. No prior sample size calculation was performed since sample size was determined
by the number of patients identified in the the local at the early time point and 3-4 months after infection.

No data was excluded from the analyses.

The authors guarantee the findings are reliably reproducible. All the laboratory tests are runned in duplicate.

Randomization was no applicable in this study since all patients who were willing to participante was enrolled non-selectively during the first
outbreak of SARS-CoV-2 in Linyi City, Shandong Province, China.

ELISA, neutralization assay, and flow cytometry were performed independently by researchers blind to samples information. Blinding was not
performed during flow cytometry gating analysis because gates were applied in an unbiased manner across all samples.

For flow cytometry

Biolegend antibodies: BV510-labeled anti-CD3 (300448, UCHT1), APC-labeled anti-CD4 (357408, A161A1), PE-labeled anti-CD8a
(300908, HIT8a), PE-Cy7-labeled anti-CD45RA (304126, HI100), BV421-labeled anti-CCR7 (353208, G043H7), PerCP-Cy5.5-labeled
anti-TNF-! (502926, MAb11), and BV421-labeled anti-GzmB (396414, QA18A28).

BD Biosciences antibodies: FITC-labeled anti-IFN-" (11-7319-82, 4S.B3)

For spike and RBD ELISA

HRP-conjugated goat anti-human IgG (W4031, 1:5000, Promega)

Antibody validations were performed by the suppliers per quality assurance literature provided by each supplier. All respective

validation data are available on the manufacture's website.

Vero E6 cells was obtained from ATCC.

Authentication was performed regularly based on morphology and gene/protein expression (in case of genetic alterations)

Vero E6 cells tested mycoplasma negative.

No commonly misidentified cell lines were used in the study.




